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Figure 1A 



1 TCGAACTCAC TCACCTCCCC TCTCACCTCA CTGCCCTCAC CAGCCAGCCT 

51 CTTCTCAAGT GATCAGGCTG TCAACCAAC? TCTCTAGGAT AAGGTTTCAG 

101 GTCAGCCTGT GTGTATAAGA CCAGTGCCAA GCCAGAAGCA GCAGAGACAA 

151 CAGTGAATGA CAAGGAGGGG CCATCCAATC CCTGCTGCCA CCTCCTGGGA 

201 TCGAGCCCTA OGGAGCCCC? GTGCTGCCCC TGCCGTGGCA GGACTCACAG 

251 CCCCACCGCT GCACTGAAGC CCAGGGCTGT GGAGCAGCTC TCTCCTTGGA 

301 CTCCTCTCGG CCCTAAAGGG ACTGGGCAGA GCCTTCCAGG ACTATGGTTG 

351 5ACTCAAGCC TTCAGACGTG CCTCCCACCA TCGCTGTGAA GTTCCTGGGG 

401 GCAGGCACAG^ CAGCCTGTTT TGCTGACCTC GTTACCTTTC CACTGGACAC 

451 AGCCAAGGTC CGCCTGCAGA TCCAGGGGGA GAACCAGGCG GTCCAGACGG 

5C-1 CCCGGCTCGT GCA5TACCG? GGCGTGCTGG CCACCATCCT GACCATGGTG 

551 CGGACTGAGG GTCCCTGCAG CCCCTACAAT GGGCTGGTGG CCGGCCTGCA 

601 GCGCCAGATG AGC7TCGCCT CCATCCGCA? CGGCCT7TAC GACTCCGTCA 

f51 AGCAGGTGTA CACCCCCAAA GGCGCGGACA ACTCCAGCCT CACTACCCGG 

1 CI A7TTTGGCCG GCTGCACCAC AGGAGCCATG GCGGTGACCT CTGCCCAGCC 

751 CACAGATGTG GTGAAGGTCC GATTTCAGGC CAGCATACAC CTCGGGCCA7 

EDI CCAGGAGCGA CAGAAAATAC AGCGGGACTA TGGACGCCTA CAGAACCATC 

851 GCCAGGGAGG AAGGAGTCAG GGGCCTGTGG AAAGGAACTT TGCCCAACAT 

901 CATGAGGAAT GCTATCGTCA XCTGTGCTGA GGTGGTGACC TACGACATCC 

951 TCAAGGAGAA GCTGCTGGAC TATCACCTGC TCACTGACAA CTTCCCCTGC 

1001 CACTTTGTCT CTGCCTTTGG AGCCGGCTTC TCTGCCACAG TGGTGGCCTC 

1051 CCCCGTOGAC CTGGTGAAGA CCCGGTATAT CAACTCACCT CCAGGCCAGT 

1101 ACTTCAGCCC CCTCGACTG? ATGATAAAGA TGSTGGCCCA GGAGGGCCCC 

1151 ACAGCCTTCT ACAAGOGATX TACACCCTCC TOTTGCGTT TOGGATCCTG 

1201 CAACGTGGTG ATGTTCGTAA CCXATGAGCA CCTGAAACGG GCCCTGATGA 

1251 AAGTCCAGAT G7TACG6GAA TCACCGTm GAACAAGACA AGAAGGCCAC 
1301 TOGTAGCTAA C Gltt T CC O A A ACCASTTAAG AATGGAAGAA AACGCTGCAT 
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Figure IB 

1351 CCACGCACAC ATCGACACAG ACCCACACAT CTTTACAGAA CTGTTGTT7A 

1401 CTTGTTGCTG ATTCAAGAAA CAGAAGTAGA A6AGAGAGGA TTCTGCTCTT 

1451 CACTGCCATG CCTCAAGAAC ACCTTTGTTT TGCACTGACA AGATGGAAAA 

1501 TAAATTATAT TAATOTTGA AACCCATTA5 GCATGCCTAA TATTTAGGCA 

1551 AGAGAAAA7A AACCAAGATA GATCCATTTG GACAAAATGG AAGCTTGGAG 

1601 ACGTGTATCC CCGTGAAATC TGCTCAGATA ATGAATGATA AGCAGGAAGG 

1651 ATGGCAAGCA CGGGACAGGA GGGGCCCACA ATGGAGTGGG A6ATCAGCCA 

1701 CGGAOCCTGO AGGGACGCCA CCCAGCAACA CAGAOCTGGC GACTGCAGCT 

1751 GCACCATCAC ACATOCATCA TCAGCCTA7T TGTAATATGT CTGCCACAGA 

1601 GAGTCCTTTG GGATTCTAGG AAACCCAAGG AACAAGAGAA AAAAC7AGAG 

1651 CCTGTGCTAA AGAAGCCTGC TGGGCCCATG TGAGGCTGGG CTCG7AAA7A 

IS CI TTCCCCGACG acactgaaga atcaagaggg cagcccccac ttctcctaca 

1951 AAATGGAGGG AGCCATCCCT TCCCTGTCCA CCTCACCAGG GCTGCTATGA 

2001 CATGCAAGTG AGAAGCTGGG CATGAACGCA CTT7ATAAAA GCAAAAGCTC 

2051 TGTGTAAATC TAACTACAAG GACAATGCCT TGGGAGA6A7 TTTGTCGGGA 

2101 CAGAGAGGAG TTGCCAGGGA AGAAGGTTTG AAAGATACGG TTG7CTAGAG 

2151 GTGAGACCAA AGGATCCAGA GACTTGGGGA CCAGAGGTGA CAG7GGATGA 

2201 CGTGAAGCCA CAGGAGCCCC ACCCCCATGC AGCTTTTTCC CCACCCCCCC 

2251 CACCACGCGC TCAATCATGA CTACCTCAAA OGA7TGTTGG GCTTGGGGGA 

2301 AAAGAGGTO ATTCCTWC AAGAACCTAA ACTAG^ 
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TCC^CTCACTCACCrCCCCrCTCACCTC>CTGCCCTCA^ 
AGCTTGAGTGAGTGGAGGGGAGAGTGGAGTGACGGGACTCCTCGGTC 



€1 



121 



261 



241 



301 



36: 



421 



461 



541 



601 



€61 



GAGGAGAGCCGGGATTTCCCTGACCCGTCTCGGAAGCTCCTGATAC^ 

W V G t K P 

TTCAGACGTGCCTCCCACCXTGGCTGTGXACTTCCTGWOGCAGGCACAGCAGCCTGTTT 

AAGTCTGCACGGAGGGTGGTACCGACACTTCAAGGACCCCCGTCCCTGTCGTCGGACAAA 
SDVFPTMAVKrLCACTAACF 

TG-rTGACCTCCTTACCTTTCCACTGGACACAGCCAAGGTCCGCCTGCAGATCCAGGGGGA 

AC^CTGGAGCAATGGAAAGGTGACCTGTCTCGGTT^ 
A PL'V T T t LDTA KVF t 01 QCE 

GAACCAGGCGGTCCAGACGGCCCGGCTCGTGCAGTACCCTGGCCTGCTGGGCACCATCCT 

C7WTCCGCCAOCnCTGCCGGGCCGAGCACGTCATGGCACCGCAC» 
NQAVQTA*X-VQYRGVXCT2L 



60 



CATCAGGCTCTCAACCAACTrCTCTAGGATAAGGTrTCAGGTCAGCCTGTGTGTATAAGA 

^ * ^ ^ ♦ * 120 

CTAGTCCGACAGTrQCTTGAAGAGATCCTATTCCAJUCTC , 

CCACTGCCAAGCCAGAAGCAGCAGAGACAACACTGAATGACAAGGAQGGrc 

GCTCAlW m i ^ W CG 7CU' Jl ^^^ 

CCTGCTGCCACCTCCT G GGATGttAGCCCTAGGGAGLI-'m^ 'J VC'Ilr C C C CT G CCCTGGCA 
GGACGAttXHOGAC^CCCTACCTCC^ 

CGACTCACAGCCCCACCGCTGCACTGAAGCCCAGGGCTGTGGAGCAGCTCTCTC 
... ••••••-•—•4 

CCTGACTtnCGGGGTGGC^CCTGACTTCGGGTC 

CTCCTCTCGGCCCTAAAGGGACTGGGCA6AGCCTTCCAGGACTATGGTTGGACTGAAGCC 



1B0 



240 



300 



3€0 



4 EC 



54 0 



GACCATGGTGCGGACTGAGSCTCCCTGCAGCCCCTACAATGGGCTGCTGGC^ 

, — * — —^^^••••♦••••••••••♦•••"•••••^ 6D0 

C7wIc»c©ccTaxcTCcakS^ccTcoo«»TOTAcec«ecAe 

c CcW ICTlCTCCXAaCO»OCTAOCCCTAO«OCXAATCCTCXOCCAU W.C.1 CCACXT 
*CHSrA*X»aCX,T »«VROVY 
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AGGAGCCATGGCGGTGACCTCTGCCCACCCCACAGATCTGCTGAAGCTCCGAT^ 

721 - * 4 4 * 4 -.— * 760 

TCCTCGGTACeGCCACTGGACACGGCTC^TGTCTACACC^^ 
GAHAVTCAQFTDVVXVRFQA 

CAGCATACACCTCGGGCCATCCAGGACCGACAGAAAA^ 

761 ♦ 4 4 -4 4 4 840 

CTCCTATCTQCUSCCCOCTAO l/Jll ' Jl^ ^ 
SIHL OFSPSDPKYSGYMDAY 

CAGAACCATCGCCAGGGAGGAAOGACTCAGGGGCCTCTOGAAAGGAACTTTK 
$41 * 4-.- —4 4 — 4 4 900 

CTim re TAGcocTcecn i i: n ccT CA CTCCCCOGACAC ^ 

*T2A*EZGVRCX,«KCTLFN2 

CATGAGGAATGCTATCCTCAACTCT G CT & AOC^ 

901 * + — * ^ * -4 960 

GTACTCCTTACGATAGCACTTGACACGAriCCACCACra 
WRNA3VNCAEVVTYD2LKEK 



961 



1021 



10E1 



1141 



1201 



1261 



1321 



CCTCCTCOArTATCACCTCCTCACTGACAACrrCCCCTCCCACTTTCT 

CGACCACCTCATACTCGACGAGTGACTGT?GAAGCGGACGCTGAAACAGACACGGAAACC 
LLDYHLtTDNFFCHFVSAFG 

ACCCGGCTTCTGTGCCACAGTGCTGCCCTCCCCGCTGGACCTWTCAAGACCCOGTATAT 

TCGGCCGAAGACACGGTCTCACCACCGGAGGGGCCACCTCCACC^C^^ 
AGFCATVVASFVDVVKTRYM 

CAACTCACCTCCAGGCCAGTACTTCAGCCCCCTCGACTGTATGATAAAGATGGTGGCCCA 

CTTGAGTGGAGGTCCGGTCATG^GTCGGGGGAGCT^CATACTATTTCTACCACCGGGT 
KSFFGQYFS'PISCHIKMVAO 



GAACCTGCTGATGTTCGTAACCTATGAGCA&CTGAAAC^ 

eTTGCACCACTACAAGCATTOGATACTCGTCGACTTO 
KVVWrVTYBOLKRALUKVQM 



1020 



ioe: 



CGAGGGCCCCACAGCCrrCTACAAGGGATTTACACL^'JV I 'H'l'i'iUL U J "1 'J CrGGATCCTG 

_ # _ # ♦ * 4 1200 

CCTCCCGGGGTGTCGGAAGATGTTCCCTAAATGTGGGAGGAAAAACGCAAACCCTAGGAC 
EGPTAFYKGFTFSF1*J11#G5W 



1260 



CTTACGGGAATCACCCTm^CAArU 
ClUiTOCCOTACTQGCAJ^ W 

r p r « P F I * (StQ io no; it.) 

ACCACTTAAGAATOGAAttAAAAeQCTOC^^ 

~4———— 4 1360 

TGGTCAATTCTyA Lt ' J ' JV I ' i i JU CCACCTA ^iUXi 3 G I OIAL^iUlVIW& 1CT C T A 
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CTTTACAGAA l '' JVl '' i\j ' J ' i ' i ACTT G TT G CTCATTCAAGAAACAGAAGTAGAAGA6AGAGGA 

1381 ♦ ♦ - 

CAAATGTCTTGACAACAAATGAACJaCGACTAA 

r j v Juwr rj u iCTCCCATGCCTCAAGM^ 

1441 ♦ ♦ * + ♦ 1500 

JUKUCCAGAACraCGCTACGGA UTJ^ ^ 

TAAATTATATTAATITTTCAAACCCATTAGGCATGCCTAATATre 

1501 * ♦ ♦ * ♦ 1560 

ATTTAATATAATTAAAAACTTTGGCTAATCCCTACOGATTATAAATCC'O J ' J t J t I'J 1 1 AT 

XACCAAGATACATCCATProCACAAAATGGAAWrrOGAGACCW 

1561 ♦ ♦ + * 1620 

WWWCI ATCTAGCTAAA LVTUi i i l ACCTTCCAACCTCTOCACATAOOOOCACTrTAG 

TGGTCAGATAATCAATGATAAGCAGGAAGGATGGCAAGCACG^ 

ACCAGTCTATTACTTACTATTCCTCCTTCCTACCCTTCCTCCCCTGTCCTCCCCGGGTGT 

ATGGAGTGGGA6ATCAGCCACGGAGCCTGGAGGGACGCCACCCAGCAACACAGAGCTGGC 

1661 

TACtrrCACCCTCTAGTCGGTGCCTCWCCTCCCTGCGGTGGGTCGTTCTGTCTCGACCG 

GACTGCAGCTGCACCATCACACATGCATCATCACCCTATTTGTAATATCTCTGCCACAGA 

1"?<1 * * * * 

CTGACGTCGACGTGCTAGTCTCTACGTAGTAGTCGCATAAACATTATACAGACGGTGTCT 

CAGTCCTTTGGGATTCTAGGAJJtCCCAAGGAACAAGAGAAAAAACTAGAGCCTGTGCTAA 
CTCAGGAAACCCTAAGATCCTTTGGGTrCCTTGTTCTCTT^ 

AGAAGttrTGCTCC«CCCATGTGAGGC7OG0GTCGT^ 

1661 19:0 

TCT7CGGACGACCCGGGTACACTCCGACCCCAGCATTTATAAGOGGCTGCTGTWCTTCT 

XTCAAGAGGGCAGCCCCCACTTCTCCTACAAAATGCSAGGGAGCCATCCCTTCCCTCTCC 

1921 ; 1960 

TAGTTCTCCCGTCGGGGGTCAAGAGGATCTTTTACCTCCCTCGCTAGGG^ 

CCTCACCAGTCCnOCTATGACATGCAACTGAC^ 

1981 * 2040 

GGAGTCCTCCCCACGATACTCTACCTTCACTCTX 

eCAAAAGCTCTCWTAAATCTAACTACAA^ 

2041 * ♦ ♦ « + 4 2100 

C OTJ ' l ' l Cfl AGACACAITOAGATTG AU Vi^lX ^ O W ACOSAA L ' t ' t ll iC TC T A AAACAQCCCT 

rxSASAOGAGTTCCCAQQGAAGAAGGTTTGAAA^TAL'UG T"l O 7 C T A&AOCTGA&ACCAA 

3101 ♦ ♦ ► * «" + 2160 

MUU CCTCJU iLb l jJLLL I H III! AMrTTTTTftTTrrhhr^^ 

AOCATCCAaACACTTOOQaACCA»OGTGACAffTQ» 
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Figure 2D 

2161 « * 2270 

TCC7AMTCTCTGA*CCCCTG^ 

ACCCCCATC^CCTTTITCCCCACCCCCCCCACCACCCCCTCXATCAT^GTACCTC^ 

2221 + 21B: 

TGGGGCTACCTCGAAAAAGGGGTGGGGGG^ 

GGATTGTTGTOCTrGCGGGAAAA^ 

2281 * 23 <° 

CCTAACAACCCGAACCCC OTTl t7 C CACCTAAO»CCCCTTCTySttATTTCATCCTCCT 
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Figure 3 



1 KVGLKPSDVP PTKAVKFLGA GTAACFADLV TFPLDTAJCVR LQIQGENQAV 

51 OTARLVQYRG VLGTILTOVR TEGPCSPYNG LVAGLQRQNS FASIR1GLYD 

101 SVKQVYTPXG ADNSSLTTRX LAGCTTGAKA VTCAQPTDW KVRFQASIKL 

151 GPSRSDRKYS GTODAYRTIA REEGVRGLWX GTLPNIKRNA XVNCAEWTY 

201 DILKEKLLDY HLLTDNFPCH FVSAFGAGFC ATWASPVDV VXTRYMNSPP 

251 GQYFSP1DCM IKKVAQEGPT AFYXGFTPSF LRLGSWNWM FVTYXQLKRA 

301 U&VQKLXZS PF* fseo \V (O^iz) 



8/14, 
figure 4 



4A 



2l 




• Pancreas 

• Kidney £J 
^ ^_ • Skeletal Muscle © 

¥ n . • Liver g. 

.g w • Lung Cl> 

•• Placenta 3 

« Brain j^. 

Heart p 

- N ^ >> >e *MW(kb) 2- 

UUI *-< 

in 

i* 3* D 



Pancreas 

Kidney C 

Skeletal Muscle O 

?Q • 'Liver 3 

* ^ ta 

• Placenta x 
Brain 

Heart ft 

MVv'Ckb) K 



o 



— N) ^ sj C 

^ Ife ^ Lr» La 



5 in 



fll 3 



S' 



* • • • • 

^ A A u u 



MW(kb) 



as 



i£ 3 

O 

H 



% Pancreas 

c . Kidney 3 

SQ %M • Skeletal Muscle 

S3 .Live, £ 

• Placenta 

• Brain 

• Heart 



10/14 



1 CCAGGAACAG CAGAGACAAC AGTGAATGGT GAGGCCCGGC CGTCAGATCC 

51 TGCTGCTACC TAATGGAGTG GATCCTTAGG GTGGCCCTGC ACTACCCAAC 

101 CTTGGCTAGA CGCACAGCTT CCTCCCTGAA CTGAAGCAAA AGATTGCCAG 

151 GCAAGCTCTC TCCTCGGACC TCCATAGGCA GCAAAGGAAC CAGGCCCATT 

201 CCCCGGGACC ATGGTTGGAC TTCAGCCCTC CGAAGTGCCT CCCACAACGG 

251 TTGTGAAGTT CCTGGGGGCC GGCACTGCGG CCTGTTTTGC GGACCTCCTC 

3 01 ACTTTTCCCC TGGAC ACCGC CAAGGTCCGT CTGCAGATCC AAGGGGAGAA 

351 CCCAGGGGCT CAGAGCGTGC AGTACCGCGG TGTGCTGGGT ACCATCCTGA 

401 CTATGGTGCG CACAGAGGGT CCCCGCAGCC CCTACAGCGG ACTGGTCGCT 

451 GGCCTGCACC GCCAGATGAG TTTTGCCTCC ATTCGAATTG GCCTCTACGA 

501 CTCTGTCAAG CAGTTCTACA CCCCCAAGGG AGCGGACCAC TCCAGCGTCG 

551 CCATCAGGAT TCTGGCAGGC TGCACGACAG GAGCCATGGC AGTGACCTGC 

601 GCCCAGCCCA CGGATGTGGT GAAGGTCCGA TTTCAAGCCA TGATACGCCT 

651 GGGAACTGGA GGAGAGAGGA AATACAGAGG GACTATGGAT GCCTACAGAA 

7 01 CCATCGCCAG GGAGGAAGGA GTCAGGGGCC TGTGGAAAGG GACTTGGCCC 

751 AACATCACAA GAAATGCCAT TGTCAACTGT GCTGAGATGG TGACCTACGA 

801 CATCATCAAG GAGAAGTTGC TGGAGTCTCA CCTGTTTACT GACAACTTCC 

851 CCTGTCACTT TGTCTCTGCC TTTGGAGCTG GCTTCTGTGC CACAGTGGTG 

901 GCCTCCCCGG TGGATGTGGT AAAGACCCGA TACATGAACG CTCCCCTAGG 

951 CAGGTACCGC AGCCCTCTGC ACTGTATGCT GAAGATGGTG GCTCAGGAGG 



FIGURE 6A 
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1001 GACCCACGGC CTTCTACAAA GGATTTGTGC CCTCCTTTCT GCGTCTGGGA 

1051 GCTTGGAACG TGATGATGTT TGTAACATAT GAGCAACTGA AGAGGGCCTT 

1101 AATGAAAGTC CAGGTACTGC GGGAATCTCC GTTTTGAACA AGGCAAGCAG 

1151 GCTGCCTGGA ACAGAACAAA GCGTCTCTGC CCTGGGGACA CAGGCCCACA 

1201 CGGTCCAGAA CCCTGCACTG CTGCTGACAC GAGAAACTGA ACTAAAAGAG 

1251 GAGAGTTTTA GTCCTCCGTG TTTCGTCCTA AAACACCTCT GTTTTGCACT 

13 01 GACCTGATGG GAAATAAATT ATATTAATTT TTAAACCCTT TCCGGTTGGA 
1351 TGCCTAACAT TTAGGCAAGA GACAACAAAG AAAACCAGAG TCAACTCCCT 

14 01 TGAAATGTAG GAATAAAGGA TGCATAATAA ACAGGAAAGG CACAGGTTTT 
1451 GAGAAGATCA GCCCACAGTG TTGTCCTTGA ATCAAACAAA ATGGTCGGAG 
1501 GAACCCTTCG GGTTCAGCAC AAAGAGGTGA CTACAGCCTT TTGGTCACCA 
1551 GATGACTCCG CCCCTTTGTA ATGAGTCTGC CAAGTAGACT CTATCAAGAT 
1601 TCTGGGGAAA GGAGAAAGAA CACATTGACC TGCCCGGGCG GCCGCTCGAG 
1651 CCCTATGA (SEQ ID NO: 17) 
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1 MVGLQPSEVP PTTWKFLGA GTAACFADLL TFPLDTAKVR LQIQGENPGA 

51 QSVQYRGVLG TILTMVRTEG PRSPYSGLVA GLHRQMSFAS IRIGLYDSVK 

101 QFYTPKGADH SSVAIRILAG CTTGAMAVTC AQPTDWKVR FQAMIRLGTG 

151 GERKYRGTWD AYRTIAREEG VRGLWKGTWP NITRNAIVNC AEMVTYDIIK 

201 EKLLESHLFT DNFPCHFVSA FGAGFCATW AS PVDWKTR YMNAPLGRYR 

251 SPLHCMLKMV AQEGPTAFYK GFVPSFLRLG AWNVMMFVTY EQLKRALMKV 

301 QVLRESPF* (SEQ ID NO: 18) 
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FIGURE 8A 
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FIGURE 8C 
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